FIG. 1A 



atg att gtt ttt ctg gtt ttt aaa cat etc ttc age etc aga ttg att 48 
Met lie Val Phe Leu Val Phe Lys His Leu Phe Ser Leu Arg Leu lie 
15 10 15 

aca atg ttc ttt eta ctt cat ttc ate gtt ctg ate aat gtc aaa gat 96 
Thr Met Phe Phe Leu Leu His Phe He Val Leu He Asn Val Lys Asp 
20 25 30 

ttt gca ctg act caa ggt age atg ate act cct tea tgc caa aaa gga 144 
Phe Ala Leu Thr Gin Gly Ser Met He Thr Pro Ser Cys Gin Lys Gly 
35 40 45 

tat ttt ccc tgt ggg aat ctt acc aag tgc tta ccc cga get ttt cac 192 
Tyr Phe Pro Cys Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His 
50 55 60 

tgt gat ggc aag gat gac tgt ggg aac ggg gcg gac gaa gag aac tgt 24 0 
Cys Asp Gly Lys Asp Asp Cys Gly Asn Gly Ala Asp Glu Glu Asn Cys 
65 70 75 80 

ggt gac act agt gga tgg gcg acc at a ttt ggc aca gtg cat gga aat 2 88 
Gly Asp Thr Ser Gly Trp Ala Thr He Phe Gly Thr Val His Gly Asn 
85 90 95 

get aac age gtg gee tta aca cag gag tgc ttt eta aaa cag tat cca 336 
Ala Asn Ser Val Ala Leu Thr Gin Glu Cys Phe Leu Lys Gin Tyr Pro 
100 105 110 

caa tgc tgt gac tgc aaa gaa act gaa ttg gaa tgt gta aat ggt gac 3 84 
Gin Cys Cys Asp Cys Lys Glu Thr Glu Leu Glu Cys Val Asn Gly Asp 
115 120 125 

tta aag tct gtg ccg atg att tct aac aat gtg aca tta ctg tct ctt 432 
Leu Lys Ser Val Pro Met He Ser Asn Asn Val Thr Leu Leu Ser Leu 
130 135 140 

aag aaa aac aaa ate cac agt ctt cca gat aaa gtt ttc ate aaa tac 480 
Lys Lys Asn Lys He His Ser Leu Pro Asp Lys Val Phe He Lys Tyr 
145 150 155 160 

aca aaa ctt aaa aag ata ttt ctt cag cat aat tgc att aga cac ata 528 
Thr Lys Leu Lys Lys He Phe Leu Gin His Asn Cys He Arg His He 
165 170 175 

tec agg aaa gca ttt ttt gga tta tgt aat ctg caa ata tta tat etc 576 
Ser Arg Lys Ala Phe Phe Gly Leu Cys Asn Leu Gin He Leu Tyr Leu 
180 185 190 



aac cac aac tgc ate aca acc etc aga cct gga ata ttc aaa gac tta 624 
Asn His Asn Cys He Thr Thr Leu Arg Pro Gly He Phe Lys Asp Leu 
195 200 205 



FIG. IB 



cat cag eta act tgg eta att eta gat gac aat cca ata acc aga att 672 
His Gin Leu Thr Trp Leu lie Leu Asp Asp Asn Pro lie Thr Arg lie 
210 215 220 

tea cag cgc ttg ttt acg gga tta aat tec ttg ttt ttc ctg tct atg 720 
Ser Gin Arg Leu Phe Thr Gly Leu Asn Ser Leu Phe Phe Leu Ser Met 
225 230 235 240 

gtt aat aac tac tta gaa get ctt ccc aag cag atg tgt gec caa atg 768 
Val Asn Asn Tyr Leu Glu Ala Leu Pro Lys Gin Met Cys Ala Gin Met 
245 250 255 

cct caa etc aac tgg gtg gat ttg gaa ggc aat aga ata aag tat etc 816 
Pro Gin Leu Asn Trp Val Asp Leu Glu Gly Asn Arg lie Lys Tyr Leu 
260 265 270 

aca aat tct acg ttt ctg teg tgc gat teg etc aca gtg ctg ttt ctg 864 
Thr Asn Ser Thr Phe Leu Ser Cys Asp Ser Leu Thr Val Leu Phe Leu 
275 280 285 

cct aga aat caa att ggt ttt gtt cca gag aag aca ttt tct tea tta 912 
Pro Arg Asn Gin lie Gly Phe Val Pro Glu Lys Thr Phe Ser Ser Leu 
290 295 300 

aaa aat tta gga gaa ctg gat ctg tct age aat acg ata acg gag eta 960 
Lys Asn Leu Gly Glu Leu Asp Leu Ser Ser Asn Thr lie Thr Glu Leu 
305 310 315 320 

tea cct cac ctt ttt aaa gac ttg aag ctt eta caa aag ctg aac ctg 1008 
Ser Pro His Leu Phe Lys Asp Leu Lys Leu Leu Gin Lys Leu Asn Leu 
325 330 335 

tea tec aat cct ctt atg tat ctt cac aag aac cag ttt gaa agt ctt 1056 
Ser Ser Asn Pro Leu Met Tyr Leu His Lys Asn Gin Phe Glu Ser Leu 
340 345 350 

aaa caa ctt cag tct eta gac ctg gaa agg ata gag att cca aat ata 1104 
Lys Gin Leu Gin Ser Leu Asp Leu Glu Arg lie Glu lie Pro Asn lie 
355 360 365 

aac aca cga atg ttt caa ccc atg aag aat ctt tct cac att tat ttc 1152 
Asn Thr Arg Met Phe Gin Pro Met Lys Asn Leu Ser His lie Tyr Phe 
370 375 380 

aaa aac ttt cga tac tgc tec tat get ccc cat gtc cga ata tgt atg 1200 
Lys Asn Phe Arg Tyr Cys Ser Tyr Ala Pro His Val Arg lie Cys Met 
385 390 395 400 

ccc ttg acg gac ggc att tct tea ttt gag gac etc ttg get aac aat 1248 
Pro Leu Thr Asp Gly lie Ser Ser Phe Glu Asp Leu Leu Ala Asn Asn 
405 410 415 



FIG. 1C 



ate etc aga ata ttt gtc tgg gtt ata get ttc att ace tgc ttt gga 1296 
He Leu Arg He Phe Val Trp Val He Ala Phe He Thr Cys Phe Gly 
420 425 430 

aat ctt ttt gtc att ggc atg aga tct ttc att aaa get gaa aat aca 1344 
Asn Leu Phe Val He Gly Met Arg Ser Phe He Lys Ala Glu Asn Thr 
435 440 445 

act cac get atg tec ate aaa ate ctt tgt tgt get gat tgc ctg atg 1392 
Thr His Ala Met Ser He Lys He Leu Cys Cys Ala Asp Cys Leu Met 
450 455 460 

ggt gtt tac ttg ttc ttt gtt ggc att ttc gat ata aaa tac cga ggg 144 0 
Gly Val Tyr Leu Phe Phe Val Gly He Phe Asp He Lys Tyr Arg Gly 
465 470 475 480 

cag tat cag aag tat gee ttg ctg tgg atg gag age gtg cag tgc cgc 14 88 
Gin Tyr Gin Lys Tyr Ala Leu Leu Trp Met Glu Ser Val Gin Cys Arg 
485 490 495 

etc atg ggg ttc ctg gee atg ctg tec ace gaa gtc tct gtt ctg eta 1536 
Leu Met Gly Phe Leu Ala Met Leu Ser Thr Glu Val Ser Val Leu Leu 
500 505 510 

ctg ace tac ttg act ttg gag aag ttc ctg gtc att gtc ttc ccc ttc 1584 
Leu Thr Tyr Leu Thr Leu Glu Lys Phe Leu Val He Val Phe Pro Phe 
515 520 525 

agt aac att cga cct gga aaa egg cag ace tea gtc ate etc att tgc 1632 
Ser Asn He Arg Pro Gly Lys Arg Gin Thr Ser Val He Leu He Cys 
530 535 540 

ate tgg atg gcg gga ttt tta ata get gta att cca ttt tgg aat aag 1680 
He Trp Met Ala Gly Phe Leu He Ala Val He Pro Phe Trp Asn Lys 
545 550 555 560 

gat tat ttt gga aac ttt tat ggg aaa aat gga gta tgt ttc cca ctt 172 8 
Asp Tyr Phe Gly Asn Phe Tyr Gly Lys Asn Gly Val Cys Phe Pro Leu 
565 570 575 

tat tat gac caa aca gaa gat att gga age aaa ggg tat tct ctt gga 1776 
Tyr Tyr Asp Gin Thr Glu Asp He Gly Ser Lys Gly Tyr Ser Leu Gly 
580 585 590 

att ttc eta ggt gtg aac ttg ctg get ttt etc ate att gtg ttt tec 1824 
He Phe Leu Gly Val Asn Leu Leu Ala Phe Leu He He Val Phe Ser 
595 600 605 

tat att act atg ttc tgt tec att caa aaa ace gee ttg cag ace aca 1872 
Tyr He Thr Met Phe Cys Ser He Gin Lys Thr Ala Leu Gin Thr Thr 
610 615 620 



FIG. ID 



gaa gta agg aat tgt ttt gga aga gag gtg get gtt gca aat cgt ttc 192 0 
Glu Val Arg Asn Cys Phe Gly Arg Glu Val Ala Val Ala Asn Arg Phe 
625 630 635 640 

ttt ttt ata gtg ttc tct gat gec ate tgc tgg att cct gta ttt gta 1968 
Phe Phe lie Val Phe Ser Asp Ala lie Cys Trp lie Pro Val Phe Val 
645 650 655 

gtt aaa ate ctt tec etc ttc egg gtg gaa ata cca gac aca atg act 2016 
Val Lys lie Leu Ser Leu Phe Arg Val Glu He Pro Asp Thr Met Thr 
660 665 670 

tec tgg ata gtg att ttt ttc ctt cca gtt aac agt get ttg aat cca 2 064 
Ser Trp He Val He Phe Phe Leu Pro Val Asn Ser Ala Leu Asn Pro 
675 680 685 

ate etc tat act etc aca ace aac ttt ttt aag gac aag ttg aaa cag 2112 
He Leu Tyr Thr Leu Thr Thr Asn Phe Phe Lys Asp Lys Leu Lys Gin 
690 695 700 

ctg ctg cac aaa cat cag agg aaa tea att ttc aaa att aaa aaa aaa 2160 
Leu Leu His Lys His Gin Arg Lys Ser He Phe Lys He Lys Lys Lys 
705 710 715 720 

agt tta tct aca tec att gtg tgg ata gag gac tec tct tec ctg aaa 22 08 
Ser Leu Ser Thr Ser He Val Trp He Glu Asp Ser Ser Ser Leu Lys 
725 730 735 

ctt ggg gtt ttg aac aaa ata aca ctt gga gac agt ata atg aaa cca 2256 
Leu Gly Val Leu Asn Lys He Thr Leu Gly Asp Ser He Met Lys Pro 
740 745 750 

gtt tec tag 2265 
Val Ser 

755 



FIG. 2A 



caa ggt age atg ate act cct tea tgc caa aaa gga tat ttt ccc tgt 4 8 
Gin Gly Ser Met lie Thr Pro Ser Cys Gin Lys Gly Tyr Phe Pro Cys 
15 10 15 

ggg aat ctt acc aag tgc tta ccc cga get ttt cac tgt gat ggc aag 96 
Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His Cys Asp Gly Lys 
20 25 30 

gat gac tgt ggg aac ggg gcg gac gaa gag aac tgt ggt gac act agt 144 
Asp Asp Cys Gly Asn Gly Ala Asp Glu Glu Asn Cys Gly Asp Thr Ser 
35 40 45 

gga tgg gcg acc ata ttt ggc aca gtg cat gga aat get aac age gtg 192 
Gly Trp Ala Thr He Phe Gly Thr Val His Gly Asn Ala Asn Ser Val 
50 55 60 

gec tta aca cag gag tgc ttt eta aaa cag tat cca caa tgc tgt gac 240 
Ala Leu Thr Gin Glu Cys Phe Leu Lys Gin Tyr Pro Gin Cys Cys Asp 
65 70 75 80 

tgc aaa gaa act gaa ttg gaa tgt gta aat ggt gac tta aag tct gtg 2 88 
Cys Lys Glu Thr Glu Leu Glu Cys Val Asn Gly Asp Leu Lys Ser Val 
85 90 95 

ccg atg att tct aac aat gtg aca tta ctg tct ctt aag aaa aac aaa 336 
Pro Met He Ser Asn Asn Val Thr Leu Leu Ser Leu Lys Lys Asn Lys 
100 105 no 

ate cac agt ctt cca gat aaa gtt ttc ate aaa tac aca aaa ctt aaa 3 84 
He His Ser Leu Pro Asp Lys Val Phe He Lys Tyr Thr Lys Leu Lys 
115 120 125 

aag ata ttt ctt cag cat aat tgc att aga cac ata tec agg aaa gca 432 
Lys He Phe Leu Gin His Asn Cys He Arg His He Ser Arg Lys Ala 
130 135 140 

ttt ttt gga tta tgt aat ctg caa ata tta tat etc aac cac aac tgc 480 
Phe Phe Gly Leu Cys Asn Leu Gin He Leu Tyr Leu Asn His Asn Cys 
145 150 155 160 

ate aca acc etc aga cct gga ata ttc aaa gac tta cat cag eta act 528 
He Thr Thr Leu Arg Pro Gly He Phe Lys Asp Leu His Gin Leu Thr 
165 170 175 

tgg eta att eta gat gac aat cca ata acc aga att tea cag cgc ttg 576 
Trp Leu He Leu Asp Asp Asn Pro He Thr Arg He Ser Gin Arg Leu 
180 185 190 

ttt acg gga tta aat tec ttg ttt ttc ctg tct atg gtt aat aac tac 624 
Phe Thr Gly Leu Asn Ser Leu Phe Phe Leu Ser Met Val Asn Asn Tyr 
195 200 205 



FIG. 2B 



tta gaa get ctt ccc aag cag atg tgt gec caa atg cct caa etc aac 672 
Leu Glu Ala Leu Pro Lys Gin Met Cys Ala Gin Met Pro Gin Leu Asn 
210 215 220 

tgg gtg gat ttg gaa ggc aat aga ata aag tat etc aca aat tct acg 72 0 
Trp Val Asp Leu Glu Gly Asn Arg He Lys Tyr Leu Thr Asn Ser Thr 
225 230 235 240 



ttt ctg teg tgc gat teg etc aca gtg ctg ttt ctg cct aga aat caa 
Phe Leu Ser Cys Asp Ser Leu Thr Val Leu Phe Leu Pro Arg Asn Gin 
245 250 255 



ttt aaa gac ttg aag ctt eta caa aag ctg aac ctg tea tec aat cct 
Phe Lys Asp Leu Lys Leu Leu Gin Lys Leu Asn Leu Ser Ser Asn Pro 
2 ^0 295 300 



ttt caa ccc atg aag aat ctt tct cac att tat ttc aaa aac ttt cga 
Phe Gin Pro Met Lys Asn Leu Ser His He Tyr Phe Lys Asn Phe Arg 
340 345 350 

tac tgc tec tat get ccc cat gtc cga ata tgt atg ccc ttg acg gac 
Tyr Cys Ser Tyr Ala Pro His Val Arg He Cys Met Pro Leu Thr Asp 
355 360 365 



768 



att ggt ttt gtt cca gag aag aca ttt tct tea tta aaa aat tta gga 816 
He Gly Phe Val Pro Glu Lys Thr Phe Ser Ser Leu Lys Asn Leu Gly 
260 265 270 

gaa ctg gat ctg tct age aat acg ata acg gag eta tea cct cac ctt 864 
Glu Leu Asp Leu Ser Ser Asn Thr He Thr Glu Leu Ser Pro His Leu 
275 280 285 



912 



ctt atg tat ctt cac aag aac cag ttt gaa agt ctt aaa caa ctt cag 960 
Leu Met Tyr Leu His Lys Asn Gin Phe Glu Ser Leu Lys Gin Leu Gin 
305 3 10 315 320 

tct eta gac ctg gaa agg ata gag att cca aat ata aac aca cga atg 1008 
Ser Leu Asp Leu Glu Arg He Glu He Pro Asn He Asn Thr Arg Met 
325 330 335 



1056 



1104 



ggc att tct tea ttt gag gac etc ttg get aac aat ate etc aga 1149 
Gly He Ser Ser Phe Glu Asp Leu Leu Ala Asn Asn He Leu Arg 
370 375 380 



FIG. 3A 



atg att gtt ttt ctg gtt ttt aaa cat etc ttc age etc aga ttg att 48 
Met He Val Phe Leu Val Phe Lys His Leu Phe Ser Leu Arg Leu lie 
15 10 15 

aca atg ttc ttt eta ctt cat ttc ate gtt ctg ate aat gtc aaa gat 96 
Thr Met Phe Phe Leu Leu His Phe He Val Leu He Asn Val Lys Asp 
20 25 30 

ttt gca ctg act caa ggt age atg ate act cct tea tgc caa aaa gga 144 
Phe Ala Leu Thr Gin Gly Ser Met He Thr Pro Ser Cys Gin Lys Gly 
35 40 45 

tat ttt ccc tgt ggg aat ctt acc aag tgc tta ccc cga get ttt cac 192 
Tyr Phe Pro Cys Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His 
50 55 60 

tgt gat ggc aag gat gac tgt ggg aac ggg gcg gac gaa gag aac tgt 24 0 
Cys Asp Gly Lys Asp Asp Cys Gly Asn Gly Ala Asp Glu Glu Asn Cys 
65 70 75 80 

ggt gac act agt gga tgg gcg acc ata ttt ggc aca gtg cat gga aat 28 8 
Gly Asp Thr Ser Gly Trp Ala Thr He Phe Gly Thr Val His Gly Asn 
85 90 95 

get aac age gtg gee tta aca cag gag tgc ttt eta aaa cag tat cca 336 
Ala Asn Ser Val Ala Leu Thr Gin Glu Cys Phe Leu Lys Gin Tyr Pro 
100 105 HO 

caa tgc tgt gac tgc aaa gaa act gaa ttg gaa tgt gta aat ggt gac 3 84 
Gin Cys Cys Asp Cys Lys Glu Thr Glu Leu Glu Cys Val Asn Gly Asp 
115 120 125 

tta aag tct gtg ccg atg att tct aac aat gtg aca tta ctg tct ctt 432 
Leu Lys Ser Val Pro Met He Ser Asn Asn Val Thr Leu Leu Ser Leu 
130 135 140 

aag aaa aac aaa ate cac agt ctt cca gat aaa gtt ttc ate aaa tac 480 
Lys Lys Asn Lys He His Ser Leu Pro Asp Lys Val Phe He Lys Tyr 
145 150 155 160 

aca aaa ctt aaa aag ata ttt ctt cag cat aat tgc att aga cac ata 52 8 
Thr Lys Leu Lys Lys He Phe Leu Gin His Asn Cys He Arg His He 
165 170 175 

tec agg aaa gca ttt ttt gga tta tgt aat ctg caa ata tta tat etc 576 
Ser Arg Lys Ala Phe Phe Gly Leu Cys Asn Leu Gin He Leu Tyr Leu 
180 185 190 

aac cac aac tgc ate aca acc etc aga cct gga ata ttc aaa gac tta 624 
Asn His Asn Cys He Thr Thr Leu Arg Pro Gly He Phe Lys Asp Leu 
195 200 205 



FIG. 3B 



cat cag eta act tgg eta att eta gat gac aat cca ata acc aga att 672 

His Gin Leu Thr Trp Leu He Leu Asp Asp Asn Pro He Thr Arg He 

210 215 220 

tea cag cgc ttg ttt acg gga tta aat tec ttg ttt ttc ctg tct atg 720 

Ser Gin Arg Leu Phe Thr Gly Leu Asn Ser Leu Phe Phe Leu Ser Met 

225 230 235 240 

gtt aat aac tac tta gaa get ctt ccc aag cag atg tgt gec caa atg 768 

Val Asn Asn Tyr Leu Glu Ala Leu Pro Lys Gin Met Cys Ala Gin Met 

245 250 255 

cct caa etc aac tgg gtg gat ttg gaa ggc aat aga ata aag tat etc 816 

Pro Gin Leu Asn Trp Val Asp Leu Glu Gly Asn Arg He Lys Tyr Leu 

260 265 270 

aca aat tct acg ttt ctg teg tgc gat teg etc aca gtg ctg gat ctg 864 

Thr Asn Ser Thr Phe Leu Ser Cys Asp Ser Leu Thr Val Leu Asp Leu 

275 280 285 

tct age aat acg ata acg gag eta tea cct cac ctt ttt aaa gac ttg 912 

Ser Ser Asn Thr He Thr Glu Leu Ser Pro His Leu Phe Lys Asp Leu 

290 295 300 

aag ctt eta caa aag ctg aac ctg tea tec aat cct ctt atg tat ctt 960 

Lys Leu Leu Gin Lys Leu Asn Leu Ser Ser Asn Pro Leu Met Tyr Leu 

305 310 315 320 

cac aag aac cag ttt gaa agt ctt aaa caa ctt cag tct eta gac ctg 1008 

His Lys Asn Gin Phe Glu Ser Leu Lys Gin Leu Gin Ser Leu Asp Leu 

325 330 335 

gaa agg ata gag att cca aat ata aac aca cga atg ttt caa ccc atg 1056 

Glu Arg He Glu He Pro Asn He Asn Thr Arg Met Phe Gin Pro Met 

340 345 350 

aag aat ctt tct cac att tat ttc aaa aac ttt cga tac tgc tec tat 1104 

Lys Asn Leu Ser His He Tyr Phe Lys Asn Phe Arg Tyr Cys Ser Tyr 

355 360 365 

get ccc cat gtc cga ata tgt atg ccc ttg acg gac ggc att tct tea 1152 

Ala Pro His Val Arg He Cys Met Pro Leu Thr Asp Gly He Ser Ser 

370 375 380 

ttt gag gac etc ttg get aac aat ate etc aga ata ttt gtc tgg gtt 12 0 0 

Phe Glu Asp Leu Leu Ala Asn Asn He Leu Arg He Phe Val Trp Val 

385 390 395 400 

ata get ttc att acc tgc ttt gga aat ctt ttt gtc att ggc atg aga 124 8 

He Ala Phe He Thr Cys Phe Gly Asn Leu Phe Val He Gly Met Arg 

405 410 415 



FIG. 3C 



tct ttc att aaa get gaa aat aca act cac get atg tec ate aaa ate 1296 
Ser Phe He Lys Ala Glu Asn Thr Thr His Ala Met Ser He Lys He 
420 425 430 

ctt tgt tgt get gat tgc ctg atg ggt gtt tac ttg ttc ttt gtt ggc 1344 
Leu Cys Cys Ala Asp Cys Leu Met Gly Val Tyr Leu Phe Phe Val Gly 
435 440 445 

att ttc gat ata aaa tac cga ggg cag tat cag aag tat gee ttg ctg 13 92 
He Phe Asp He Lys Tyr Arg Gly Gin Tyr Gin Lys Tyr Ala Leu Leu 
450 455 460 

tgg atg gag age gtg cag tgc cgc etc atg ggg ttc ctg gee atg ctg 144 0 
Trp Met Glu Ser Val Gin Cys Arg Leu Met Gly Phe Leu Ala Met Leu 
465 470 475 480 

tec ace gaa gtc tct gtt ctg eta ctg acc tac ttg act ttg gag aag 1488 
Ser Thr Glu Val Ser Val Leu Leu Leu Thr Tyr Leu Thr Leu Glu Lys 
485 490 495 

ttc ctg gtc att gtc ttc ccc ttc agt aac att cga cct gga aaa egg 1536 
Phe Leu Val He Val Phe Pro Phe Ser Asn He Arg Pro Gly Lys Arg 
500 505 510 

cag acc tea gtc ate etc att tgc ate tgg atg gcg gga ttt tta ata 1584 
Gin Thr Ser Val He Leu He Cys He Trp Met Ala Gly Phe Leu He 
515 520 525 

get gta att cca ttt tgg aat aag gat tat ttt gga aac ttt tat ggg 1632 
Ala Val He Pro Phe Trp Asn Lys Asp Tyr Phe Gly Asn Phe Tyr Gly 
530 535 540 

aaa aat gga gta tgt ttc cca ctt tat tat gac caa aca gaa gat att 1680 
Lys Asn Gly Val Cys Phe Pro Leu Tyr Tyr Asp Gin Thr Glu Asp He 
545 550 555 560 

gga age aaa ggg tat tct ctt gga att ttc eta ggt gtg aac ttg ctg 172 8 
Gly Ser Lys Gly Tyr Ser Leu Gly He Phe Leu Gly Val Asn Leu Leu 
565 570 575 

get ttt etc ate att gtg ttt tec tat att act atg ttc tgt tec att 1776 
Ala Phe Leu He He Val Phe Ser Tyr He Thr Met Phe Cys Ser He 
580 585 590 

caa aaa acc gee ttg cag acc aca gaa gta agg aat tgt ttt gga aga 1824 
Gin Lys Thr Ala Leu Gin Thr Thr Glu Val Arg Asn Cys Phe Gly Arg 
595 600 605 

gag gtg get gtt gca aat cgt ttc ttt ttt ata gtg ttc tct gat gee 1872 
Glu Val Ala Val Ala Asn Arg Phe Phe Phe He Val Phe Ser Asp Ala 
610 615 620 



FIG. 3D 



ate tgc tgg att cct gta ttt gta gtt aaa ate ctt tec etc ttc egg 1920 
He Cys Trp He Pro Val Phe Val Val Lys He Leu Ser Leu Phe Arg 
625 630 635 640 

gtg gaa ata cca gac aca atg act tec tgg ata gtg att ttt ttc ctt 1968 
Val Glu He Pro Asp Thr Met Thr Ser Trp He Val He Phe Phe Leu 
645 650 655 

cca gtt aac agt get ttg aat cca ate etc tat act etc aca acc aac 2016 
Pro Val Asn Ser Ala Leu Asn Pro He Leu Tyr Thr Leu Thr Thr Asn 
660 665 670 

ttt ttt aag gac aag ttg aaa cag ctg ctg cac aaa cat cag agg aaa 2 064 
Phe Phe Lys Asp Lys Leu Lys Gin Leu Leu His Lys His Gin Arg Lys 
675 680 685 

tea att ttc aaa att aaa aaa aaa agt tta tct aca tec att gtg tgg 2112 
Ser He Phe Lys He Lys Lys Lys Ser Leu Ser Thr Ser He Val Trp 
690 695 700 

ata gag gac tec tct tec ctg aaa ctt ggg gtt ttg aac aaa ata aca 2160 
He Glu Asp Ser Ser Ser Leu Lys Leu Gly Val Leu Asn Lys He Thr 
705 710 715 720 

ctt gga gac agt ata atg aaa cca gtt tec tag 2193 
Leu Gly Asp Ser He Met Lys Pro Val Ser 
725 730 



FIG. 4A 



caa ggt age atg ate act cct tea tgc caa aaa gga tat ttt ccc tgt 4 8 
Gin Gly Ser Met He Thr Pro Ser Cys Gin Lys Gly Tyr Phe Pro Cys 
1 5 10 is 

ggg aat ctt acc aag tgc tta ccc cga get ttt cac tgt gat ggc aag 96 
Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His Cys Asp Gly Lys 
20 25 30 

gat gac tgt ggg aac ggg gcg gac gaa gag aac tgt ggt gac act agt 144 
Asp Asp Cys Gly Asn Gly Ala Asp Glu Glu Asn Cys Gly Asp Thr Ser 
35 40 45 

gga tgg gcg acc ata ttt ggc aca gtg cat gga aat get aac age gtg 192 
Gly Trp Ala Thr He Phe Gly Thr Val His Gly Asn Ala Asn Ser Val 
50 55 60 

gec tta aca cag gag tgc ttt eta aaa cag tat cca caa tgc tgt gac 240 
Ala Leu Thr Gin Glu Cys Phe Leu Lys Gin Tyr Pro Gin Cys Cys Asp 
65 70 75 80 

tgc aaa gaa act gaa ttg gaa tgt gta aat ggt gac tta aag tct gtg 2 88 
Cys Lys Glu Thr Glu Leu Glu Cys Val Asn Gly Asp Leu Lys Ser Val 
85 90 95 

ccg atg att tct aac aat gtg aca tta ctg tct ctt aag aaa aac aaa 336 
Pro Met He Ser Asn Asn Val Thr Leu Leu Ser Leu Lys Lys Asn Lys 
100 105 no 

ate cac agt ctt cca gat aaa gtt ttc ate aaa tac aca aaa ctt aaa 384 
He His Ser Leu Pro Asp Lys Val Phe lie Lys Tyr Thr Lys Leu Lys 
115 120 125 

aag ata ttt ctt cag cat aat tgc att aga cac ata tec agg aaa gca 432 
Lys He Phe Leu Gin His Asn Cys He Arg His He Ser Arg Lys Ala 
130 135 140 

ttt ttt gga tta tgt aat ctg caa ata tta tat etc aac cac aac tgc 480 
Phe Phe Gly Leu Cys Asn Leu Gin He Leu Tyr Leu Asn His Asn Cys 
145 150 155 160 

ate aca acc etc aga cct gga ata ttc aaa gac tta cat cag eta act 52 8 
He Thr Thr Leu Arg Pro Gly He Phe Lys Asp Leu His Gin Leu Thr 
165 170 175 

tgg eta att eta gat gac aat cca ata acc aga att tea cag cgc ttg 576 
Trp Leu He Leu Asp Asp Asn Pro He Thr Arg He Ser Gin Arg Leu 
180 185 190 

ttt acg gga tta aat tec ttg ttt ttc ctg tct atg gtt aat aac tac 624 
Phe Thr Gly Leu Asn Ser Leu Phe Phe Leu Ser Met Val Asn Asn Tyr 

195 200 205 



FIG. 4B 



tta gaa get ctt ccc aag cag atg tgt gec caa atg cct caa etc aac 672 
Leu Glu Ala Leu Pro Lys Gin Met Cys Ala Gin Met Pro Gin Leu Asn 
210 215 220 

tgg gtg gat ttg gaa ggc aat aga ata aag tat etc aca aat tct acg 72 0 
Trp Val Asp Leu Glu Gly Asn Arg He Lys Tyr Leu Thr Asn Ser Thr 
225 230 235 240 

ttt ctg teg tgc gat teg etc aca gtg ctg gat ctg tct age aat acg 768 
Phe Leu Ser Cys Asp Ser Leu Thr Val Leu Asp Leu Ser Ser Asn Thr 
245 250 255 

ata acg gag eta tea cct cac ctt ttt aaa gac ttg aag ctt eta caa 816 
He Thr Glu Leu Ser Pro His Leu Phe Lys Asp Leu Lys Leu Leu Gin 
260 265 270 

aag ctg aac ctg tea tec aat cct ctt atg tat ctt cac aag aac cag 864 
Lys Leu Asn Leu Ser Ser Asn Pro Leu Met Tyr Leu His Lys Asn Gin 
275 280 285 

ttt gaa agt ctt aaa caa ctt cag tct eta gac ctg gaa agg ata gag 912 
Phe Glu Ser Leu Lys Gin Leu Gin Ser Leu Asp Leu Glu Arg He Glu 
290 295 300 

att cca aat ata aac aca cga atg ttt caa ccc atg aag aat ctt tct 960 
He Pro Asn He Asn Thr Arg Met Phe Gin Pro Met Lys Asn Leu Ser 
305 310 315 320 

cac att tat ttc aaa aac ttt cga tac tgc tec tat get ccc cat gtc 1008 
His He Tyr Phe Lys Asn Phe Arg Tyr Cys Ser Tyr Ala Pro His Val 
325 330 335 

cga ata tgt atg ccc ttg acg gac ggc att tct tea ttt gag gac etc 1056 
Arg He Cys Met Pro Leu Thr Asp Gly He Ser Ser Phe Glu Asp Leu 
340 345 350 

ttg get aac aat ate etc aga 1077 
Leu Ala Asn Asn He Leu Arg 
355 



FIG. 5A 



atg att gtt ttt ctg gtt ttt aaa cat etc ttc age etc aga ttg att 48 

Met lie Val Phe Leu Val Phe Lys His Leu Phe Ser Leu Arg Leu lie 
15 10 15 

aca atg ttc ttt eta ctt cat ttc ate gtt ctg ate aat gtc aaa gat 96 
Thr Met Phe Phe Leu Leu His Phe He Val Leu He Asn Val Lys Asp 

20 25 30 

ttt gca ctg act caa ggt age atg ate act cct tea tgc caa aaa gga 144 

Phe Ala Leu Thr Gin Gly Ser Met He Thr Pro Ser Cys Gin Lys Gly 
35 40 45 

tat ttt ccc tgt ggg aat ctt ace aag tgc tta ccc cga get ttt cac 192 

Tyr Phe Pro Cys Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His 
50 55 60 

tgt gat ggc aag gat gac tgt ggg aac ggg gcg gac gaa gag aac tgt 240 

Cys Asp Gly Lys Asp Asp Cys Gly Asn Gly Ala Asp Glu Glu Asn Cys 
65 70 75 80 

ggt gac act agt gga tgg gcg ace ata ttt ggc aca gtg cat gga aat 288 

Gly Asp Thr Ser Gly Trp Ala Thr He Phe Gly Thr Val His Gly Asn 
85 90 95 

get aac age gtg gec tta aca cag gag tgc ttt eta aaa cag tat cca 336 

Ala Asn Ser Val Ala Leu Thr Gin Glu Cys Phe Leu Lys Gin Tyr Pro 

100 105 110 

caa tgc tgt gac tgc aaa gaa act gaa ttg gaa tgt gta aat ggt gac 3 84 

Gin Cys Cys Asp Cys Lys Glu Thr Glu Leu Glu Cys Val Asn Gly Asp 
115 120 125 

tta aag tct gtg ccg atg att tct aac aat gtg aca tta ctg tct ctt 432 

Leu Lys Ser Val Pro Met He Ser Asn Asn Val Thr Leu Leu Ser Leu 
130 135 140 

aag aaa aac aaa ate cac agt ctt cca gat aaa gtt ttc ate aaa tac 480 

Lys Lys Asn Lys He His Ser Leu Pro Asp Lys Val Phe He Lys Tyr 
145 150 155 160 

aca aaa ctt aaa aag ata ttt ctt cag cat aat tgc att aga cac ata 528 

Thr Lys Leu Lys Lys He Phe Leu Gin His Asn Cys He Arg His He 
165 170 175 

tec agg aaa gca ttt ttt gga tta tgt aat ctg caa ata tta att eta 576 

Ser Arg Lys Ala Phe Phe Gly Leu Cys Asn Leu Gin He Leu He Leu 

180 185 190 

gat gac aat cca ata ace aga att tea cag cgc ttg ttt acg gga tta 624 

Asp Asp Asn Pro He Thr Arg He Ser Gin Arg Leu Phe Thr Gly Leu 
195 200 205 



t 



FIG. 5B 



aat tec ttg ttt ttc ctg tct atg gtt aat aac tac tta gaa get ctt 672 
Asn Ser Leu Phe Phe Leu Ser Met Val Asn Asn Tyr Leu Glu Ala Leu 
210 215 220 

ccc aag cag atg tgt gec caa atg cct caa etc aac tgg gtg gat ttg 720 
Pro Lys Gin Met Cys Ala Gin Met Pro Gin Leu Asn Trp Val Asp Leu 
225 230 235 240 

gaa ggc aat aga ata aag tat etc aca aat tct acg ttt ctg teg tgc 768 
Glu Gly Asn Arg lie Lys Tyr Leu Thr Asn Ser Thr Phe Leu Ser Cys 
245 250 255 

gat teg etc aca gtg ctg gat ctg tct age aat acg ata acg gag eta 816 
Asp Ser Leu Thr Val Leu Asp Leu Ser Ser Asn Thr lie Thr Glu Leu 
260 265 270 

tea cct cac ctt ttt aaa gac ttg aag ctt eta caa aag eta gac ctg 864 
Ser Pro His Leu Phe Lys Asp Leu Lys Leu Leu Gin Lys Leu Asp Leu 
275 280 285 

gaa agg ata gag att cca aat ata aac aca cga atg ttt caa ccc atg 912 
Glu Arg lie Glu lie Pro Asn lie Asn Thr Arg Met Phe Gin Pro Met 
290 295 300 

aag aat ctt tct cac att tat ttc aaa aac ttt cga tac tgc tec tat 960 
Lys Asn Leu Ser His lie Tyr Phe Lys Asn Phe Arg Tyr Cys Ser Tyr 
305 310 315 320 

get ccc cat gtc cga ata tgt atg ccc ttg acg gac ggc att tct tea 1008 
Ala Pro His Val Arg lie Cys Met Pro Leu Thr Asp Gly lie Ser Ser 
325 330 335 

ttt gag gac etc ttg get aac aat ate etc aga ata ttt gtc tgg gtt 1056 
Phe Glu Asp Leu Leu Ala Asn Asn lie Leu Arg lie Phe Val Trp Val 
340 345 350 

ata get ttc att ace tgc ttt gga aat ctt ttt gtc att ggc atg aga 1104 
He Ala Phe He Thr Cys Phe Gly Asn Leu Phe Val He Gly Met Arg 
355 360 365 

tct ttc att aaa get gaa aat aca act cac get atg tec ate aaa ate 1152 
Ser Phe He Lys Ala Glu Asn Thr Thr His Ala Met Ser He Lys He 
370 375 380 

ctt tgt tgt get gat tgc ctg atg ggt gtt tac ttg ttc ttt gtt ggc 1200 
Leu Cys Cys Ala Asp Cys Leu Met Gly Val Tyr Leu Phe Phe Val Gly 
385 390 395 400 

att ttc gat ata aaa tac cga ggg cag tat cag aag tat gee ttg ctg 124 8 
He Phe Asp He Lys Tyr Arg Gly Gin Tyr Gin Lys Tyr Ala Leu Leu 
405 410 415 



FIG. 5C 



tgg atg gag age gtg cag tgc cgc etc atg ggg ttc ctg gec atg ctg 12 96 
Trp Met Glu Ser Val Gin Cys Arg Leu Met Gly Phe Leu Ala Met Leu 
420 425 430 

tec acc gaa gtc tct gtt ctg eta ctg acc tac ttg act ttg gag aag 1344 
Ser Thr Glu Val Ser Val Leu Leu Leu Thr Tyr Leu Thr Leu Glu Lys 
435 440 445 

ttc ctg gtc att gtc ttc ccc ttc agt aac att cga cct gga aaa egg 13 92 
Phe Leu Val lie Val Phe Pro Phe Ser Asn lie Arg Pro Gly Lys Arg 
450 455 460 

cag acc tea gtc ate etc att tgc ate tgg atg gcg gga ttt tta ata 1440 
Gin Thr Ser Val He Leu He Cys He Trp Met Ala Gly Phe Leu He 
465 470 475 480 

get gta att cca ttt tgg aat aag gat tat ttt gga aac ttt tat ggg 1488 
Ala Val He Pro Phe Trp Asn Lys Asp Tyr Phe Gly Asn Phe Tyr Gly 
485 490 495 

aaa aat gga gta tgt ttc cca ctt tat tat gac caa aca gaa gat att 153 6 
Lys Asn Gly Val Cys Phe Pro Leu Tyr Tyr Asp Gin Thr Glu Asp He 
500 505 510 

gga age aaa ggg tat tct ctt gga att ttc eta ggt gtg aac ttg ctg 1584 
Gly Ser Lys Gly Tyr Ser Leu Gly He Phe Leu Gly Val Asn Leu Leu 
515 520 525 

get ttt etc ate att gtg ttt tec tat att act atg ttc tgt tec att 1632 
Ala Phe Leu He He Val Phe Ser Tyr He Thr Met Phe Cys Ser He 
530 535 540 

caa aaa acc gec ttg cag acc aca gaa gta agg aat tgt ttt gga aga 1680 
Gin Lys Thr Ala Leu Gin Thr Thr Glu Val Arg Asn Cys Phe Gly Arg 
545 550 555 560 

gag gtg get gtt gca aat cgt ttc ttt ttt ata gtg ttc tct gat gee 1728 
Glu Val Ala Val Ala Asn Arg Phe Phe Phe He Val Phe Ser Asp Ala 
565 570 575 

ate tgc tgg att cct gta ttt gta gtt aaa ate ctt tec etc ttc egg 1776 
He Cys Trp He Pro Val Phe Val Val Lys He Leu Ser Leu Phe Arg 
580 585 590 

gtg gaa ata cca gac aca atg act tec tgg ata gtg att ttt ttc ctt 1824 
Val Glu He Pro Asp Thr Met Thr Ser Trp He Val He Phe Phe Leu 
595 600 605 

cca gtt aac agt get ttg aat cca ate etc tat act etc aca acc aac 1872 
Pro Val Asn Ser Ala Leu Asn Pro He Leu Tyr Thr Leu Thr Thr Asn 
610 615 620 



FIG. 5D 



ttt ttt aag gac aag ttg aaa cag ctg ctg cac aaa cat cag agg aaa 192 0 
Phe Phe Lys Asp Lys Leu Lys Gin Leu Leu His Lys His Gin Arg Lys 
625 630 635 640 

tea att ttc aaa att aaa aaa aaa agt tta tct aca tec att gtg tgg 1968 
Ser He Phe Lys He Lys Lys Lys Ser Leu Ser Thr Ser He Val Trp 
645 650 655 

ata gag gac tec tct tec ctg aaa ctt ggg gtt ttg aac aaa ata aca 2 016 
He Glu Asp Ser Ser Ser Leu Lys Leu Gly Val Leu Asn Lys He Thr 
660 665 670 

ctt gga gac agt ata atg aaa cca gtt tec tag 2 04 9 

Leu Gly Asp Ser He Met Lys Pro Val Ser 
675 680 



FIG. 6A 



caa ggt age atg ate act cct tea tgc caa aaa gga tat ttt ccc tgt 48 
Gin Gly Ser Met lie Thr Pro Ser Cys Gin Lys Gly Tyr Phe Pro Cys 
15 10 15 

ggg aat ctt acc aag tgc tta ccc cga get ttt cac tgt gat ggc aag 96 
Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His Cys Asp Gly Lys 
20 25 30 

gat gac tgt ggg aac ggg gcg gac gaa gag aac tgt ggt gac act agt 144 
Asp Asp Cys Gly Asn Gly Ala Asp Glu Glu Asn Cys Gly Asp Thr Ser 
35 40 45 

gga tgg gcg acc ata ttt ggc aca gtg cat gga aat get aac age gtg 192 
Gly Trp Ala Thr He Phe Gly Thr Val His Gly Asn Ala Asn Ser Val 
50 55 60 

gee tta aca cag gag tgc ttt eta aaa cag tat cca caa tgc tgt gac 240 
Ala Leu Thr Gin Glu Cys Phe Leu Lys Gin Tyr Pro Gin Cys Cys Asp 
65 70 75 80 

tgc aaa gaa act gaa ttg gaa tgt gta aat ggt gac tta aag tct gtg 2 88 
Cys Lys Glu Thr Glu Leu Glu Cys Val Asn Gly Asp Leu Lys Ser Val 
85 90 95 

ccg atg att tct aac aat gtg aca tta ctg tct ctt aag aaa aac aaa 336 
Pro Met He Ser Asn Asn Val Thr Leu Leu Ser Leu Lys Lys Asn Lys 
100 105 110 

ate cac agt ctt cca gat aaa gtt ttc ate aaa tac aca aaa ctt aaa 384 
He His Ser Leu Pro Asp Lys Val Phe He Lys Tyr Thr Lys Leu Lys 
115 120 125 

aag ata ttt ctt cag cat aat tgc att aga cac ata tec agg aaa gca 43 2 
Lys He Phe Leu Gin His Asn Cys He Arg His He Ser Arg Lys Ala 
130 135 140 

ttt ttt gga tta tgt aat ctg caa ata tta att eta gat gac aat cca 480 
Phe Phe Gly Leu Cys Asn Leu Gin He Leu He Leu Asp Asp Asn Pro 
145 150 155 160 

ata acc aga att tea cag cgc ttg ttt acg gga tta aat tec ttg ttt 528 
He Thr Arg He Ser Gin Arg Leu Phe Thr Gly Leu Asn Ser Leu Phe 
165 170 175 

ttc ctg tct atg gtt aat aac tac tta gaa get ctt ccc aag cag atg 576 
Phe Leu Ser Met Val Asn Asn Tyr Leu Glu Ala Leu Pro Lys Gin Met 
180 185 190 



tgt gec caa atg cct caa etc aac tgg gtg gat ttg gaa ggc aat aga 624 
Cys Ala Gin Met Pro Gin Leu Asn Trp Val Asp Leu Glu Gly Asn Arg 
195 200 205 



FIG. 6B 



ata aag tat etc aca aat tct acg ttt ctg teg tgc gat teg etc aca 672 
lie Lys Tyr Leu Thr Asn Ser Thr Phe Leu Ser Cys Asp Ser Leu Thr 
210 215 220 



gtg ctg gat ctg tct age aat acg 
Val Leu Asp Leu Ser Ser Asn Thr 
225 230 

ttt aaa gac ttg aag ctt eta caa 
Phe Lys Asp Leu Lys Leu Leu Gin 
245 



ata acg gag eta tea cct cac ctt 720 
lie Thr Glu Leu Ser Pro His Leu 
235 240 

aag eta gac ctg gaa agg ata gag 768 
Lys Leu Asp Leu Glu Arg lie Glu 
250 255 



att cca aat ata aac aca cga atg ttt caa ccc atg aag aat ctt tct 816 
lie Pro Asn lie Asn Thr Arg Met Phe Gin Pro Met Lys Asn Leu Ser 
260 265 270 



cac att tat ttc aaa aac ttt cga tac tgc tec tat get ccc cat gtc 864 
His He Tyr Phe Lys Asn Phe Arg Tyr Cys Ser Tyr Ala Pro His Val 
275 280 285 



cga ata tgt atg ccc ttg acg gac ggc att tct tea ttt gag gac etc 912 
Arg He Cys Met Pro Leu Thr Asp Gly He Ser Ser Phe Glu Asp Leu 
290 295 300 



ttg get aac aat ate etc aga 
Leu Ala Asn Asn He Leu Arg 
305 310 



933 



FIG. 7A 



atg att gtt ttt ctg gtt ttt aaa cat etc ttc age etc aga ttg att 48 
Met He Val Phe Leu Val Phe Lys His Leu Phe Ser Leu Arg Leu He 
15 10 15 

aca atg ttc ttt eta ctt cat ttc ate gtt ctg ate aat gtc aaa gat 96 
Thr Met Phe Phe Leu Leu His Phe He Val Leu He Asn Val Lys Asp 
20 25 30 

ttt gca ctg act caa ggt age atg ate act cct tea tgc caa aaa gga 144 
Phe Ala Leu Thr Gin Gly Ser Met He Thr Pro Ser Cys Gin Lys Gly 
35 40 45 

tat ttt ccc tgt ggg aat ctt acc aag tgc tta ccc cga get ttt cac 192 
Tyr Phe Pro Cys Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His 
50 55 60 

tgt gat ggc aag gat gac tgt ggg aac ggg gcg gac gaa gag aac tgt 240 
Cys Asp Gly Lys Asp Asp Cys Gly Asn Gly Ala Asp Glu Glu Asn Cys 
65 70 75 80 

ggt gac act agt gga tgg gcg acc ata ttt ggc aca gtg cat gga aat 2 88 
Gly Asp Thr Ser Gly Trp Ala Thr He Phe Gly Thr Val His Gly Asn 
85 90 95 

get aac age gtg gee tta aca cag gag tgc ttt eta aaa cag tat cca 336 
Ala Asn Ser Val Ala Leu Thr Gin Glu Cys Phe Leu Lys Gin Tyr Pro 
100 105 110 

caa tgc tgt gac tgc aaa gaa act gaa ttg gaa tgt gta aat ggt gac 384 
Gin Cys Cys Asp Cys Lys Glu Thr Glu Leu Glu Cys Val Asn Gly Asp 
115 120 125 

tta aag tct gtg ccg atg att tct aac aat gtg aca tta ctg tct ctt 432 
Leu Lys Ser Val Pro Met He Ser Asn Asn Val Thr Leu Leu Ser Leu 
130 135 140 

aag aaa aac aaa ate cac agt ctt cca gat aaa gtt ttc ate aaa tac 48 0 
Lys Lys Asn Lys He His Ser Leu Pro Asp Lys Val Phe He Lys Tyr 
145 150 155 160 

aca aaa ctt aaa aag ata ttt ctt cag cat aat tgc att aga cac ata 52 8 
Thr Lys Leu Lys Lys He Phe Leu Gin His Asn Cys He Arg His He 
165 170 175 

tec agg aaa gca ttt ttt gga tta tgt aat ctg caa ata tta tat etc 576 
Ser Arg Lys Ala Phe Phe Gly Leu Cys Asn Leu Gin He Leu Tyr Leu 
180 185 190 

aac cac aac tgc ate aca acc etc aga cct gga ata ttc aaa gac tta 624 
Asn His Asn Cys He Thr Thr Leu Arg Pro Gly He Phe Lys Asp Leu 
195 200 205 



FIG. 7B 



cat cag eta act tgg eta att eta gat gac aat cca ata acc aga att 672 
His Gin Leu Thr Trp Leu lie Leu Asp Asp Asn Pro lie Thr Arg lie 
210 215 220 

tea cag cgc ttg ttt acg gga tta aat tec ttg ttt ttc ctg tct atg 720 
Ser Gin Arg Leu Phe Thr Gly Leu Asn Ser Leu Phe Phe Leu Ser Met 
225 230 235 240 

gtt aat aac tac tta gaa get ctt ccc aag cag atg tgt gee caa atg 768 
Val Asn Asn Tyr Leu Glu Ala Leu Pro Lys Gin Met Cys Ala Gin Met 
245 250 255 

cct caa etc aac tgg gtg gat ttg gaa ggc aat aga ata aag tat etc 816 
Pro Gin Leu Asn Trp Val Asp Leu Glu Gly Asn Arg lie Lys Tyr Leu 
260 265 270 

aca aat tct acg ttt ctg teg tgc gat teg etc aca gtg ctg gat ctg 864 
Thr Asn Ser Thr Phe Leu Ser Cys Asp Ser Leu Thr Val Leu Asp Leu 
275 280 285 

tct age aat acg ata acg gag eta tea cct cac ctt ttt aaa gac ttg 912 
Ser Ser Asn Thr lie Thr Glu Leu Ser Pro His Leu Phe Lys Asp Leu 
290 295 300 

aag ctt eta caa aag ctg aac ctg tea tec aat cct ctt atg tat ctt 960 
Lys Leu Leu Gin Lys Leu Asn Leu Ser Ser Asn Pro Leu Met Tyr Leu 
305 310 315 320 

cac aag aac cag ttt gaa agt ctt aaa caa ctt cag tct eta gac ctg 1008 
His Lys Asn Gin Phe Glu Ser Leu Lys Gin Leu Gin Ser Leu Asp Leu 
325 330 335 

gaa agg ata gag att cca aat ata aac aca cga atg ttt caa ccc atg 1056 
Glu Arg lie Glu lie Pro Asn lie Asn Thr Arg Met Phe Gin Pro Met 
340 345 350 

aag aat ctt tct cac ata gtt caa tat tat gat gtg ccg aca tga 1101 
Lys Asn Leu Ser His lie Val Gin Tyr Tyr Asp Val Pro Thr 
355 360 365 



FIG. 8A 



atg tgg etc eta ctt cat gtc ate ctt ctg aca gag gtc aaa gat ttt 48 

Met Trp Leu Leu Leu His Val He Leu Leu Thr Glu Val Lys Asp Phe 

15 10 15 

gca ctg get gac age agt atg gtg get cct ctg tgc ccc aaa ggg tat 96 

Ala Leu Ala Asp Ser Ser Met Val Ala Pro Leu Cys Pro Lys Gly Tyr 
20 25 30 

ttt ccc tgt ggg aat etc acc aaa tgc ttg ccc cga gec ttt cac tgc 144 

Phe Pro Cys Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His Cys 
35 40 45 

gat ggt gtg gat gat tgc ggg aat ggt gec gac gag gac aac tgt ggt 192 

Asp Gly Val Asp Asp Cys Gly Asn Gly Ala Asp Glu Asp Asn Cys Gly 
50 55 60 

gac act agt gga tgg aca acc ata ttt ggc aca gtc cat ggg aat gtc 24 0 

Asp Thr Ser Gly Trp Thr Thr He Phe Gly Thr Val His Gly Asn Val 

65 70 75 80 

aat aaa gtg aca ttg aca cag gag tgc ttt etc age cag tat cca cag 28 8 

Asn Lys Val Thr Leu Thr Gin Glu Cys Phe Leu Ser Gin Tyr Pro Gin 

85 90 95 

cac tgt tac tgc aga gaa aat gaa ctg gaa tgt gta aag get gac tta 336 

His Cys Tyr Cys Arg Glu Asn Glu Leu Glu Cys Val Lys Ala Asp Leu 
100 105 110 

aaa get gtg cca aag gtt tec age aac gta aca tta eta tct ctt aag 384 

Lys Ala Val Pro Lys Val Ser Ser Asn Val Thr Leu Leu Ser Leu Lys 
115 120 125 

aaa aac aaa ate cac aga ctt cca gtc aag gtc ttc age aga tac aca 432 

Lys Asn Lys He His Arg Leu Pro Val Lys Val Phe Ser Arg Tyr Thr 
130 135 140 

gaa etc aga aag ata tac ctt cag cac aac tgc ate aca cac ate tec 480 

Glu Leu Arg Lys He Tyr Leu Gin His Asn Cys He Thr His He Ser 

145 150 155 160 

agg aga gca ttc ctt gga tta cat aat eta caa ata ctg tat etc age 52 8 

Arg Arg Ala Phe Leu Gly Leu His Asn Leu Gin He Leu Tyr Leu Ser 

165 170 175 

cat aac tgc att acc tct etc agg cct ggg ata ttc aaa gac ttg cat 576 

His Asn Cys He Thr Ser Leu Arg Pro Gly He Phe Lys Asp Leu His 
180 185 190 

cag ctt get tgg eta att tta gat gac aac ccg ate acc aga ate tea 624 

Gin Leu Ala Trp Leu He Leu Asp Asp Asn Pro He Thr Arg He Ser 
195 200 205 



FIG. 8B 



cag aag tec ttt atg ggg tta aac tec ttg ttt ttc ttg tec atg gtg 672 
Gin Lys Ser Phe Met Gly Leu Asn Ser Leu Phe Phe Leu Ser Met Val 
210 215 220 

ggt aac egg etc gag gee ctt cct gaa aca ttg tgt get cag atg cct 72 0 
Gly Asn Arg Leu Glu Ala Leu Pro Glu Thr Leu Cys Ala Gin Met Pro 
225 230 235 240 

caa etc aac tgg gtg gat ctg gca aac aat gga ata aag tac ata acg 768 
Gin Leu Asn Trp Val Asp Leu Ala Asn Asn Gly lie Lys Tyr lie Thr 
245 250 255 

aac tec acc ttc eta acg tgc gac teg etc acg gtt ctg ttt ctg cct 816 
Asn Ser Thr Phe Leu Thr Cys Asp Ser Leu Thr Val Leu Phe Leu Pro 
260 265 270 

aga aat caa att ggt ttt gtt cca gag aag aca ttt tct tea tta aaa 864 
Arg Asn Gin lie Gly Phe Val Pro Glu Lys Thr Phe Ser Ser Leu Lys 
275 280 285 

aat tta gga gaa ctg gac ctg tct age aat atg ata aca aaa etc cca 912 
Asn Leu Gly Glu Leu Asp Leu Ser Ser Asn Met He Thr Lys Leu Pro 
290 295 300 

gtc cac ctt ttc age gac ctt cat ctt etc cag aag ctg aac ctg tea 960 
Val His Leu Phe Ser Asp Leu His Leu Leu Gin Lys Leu Asn Leu Ser 
305 310 315 320 

tec aac cct ctt ctg tat gtc cac aag aac cag ttt gga agt etc aaa 1008 
Ser Asn Pro Leu Leu Tyr Val His Lys Asn Gin Phe Gly Ser Leu Lys 
325 330 335 

caa ctt cag tct eta gac ctg gaa agg ata gag att cca aac ata age 1056 
Gin Leu Gin Ser Leu Asp Leu Glu Arg He Glu lie Pro Asn He Ser 
340 345 350 

aca gga atg ttc cag cca atg aag aac ctt tct cac att tat ttg aaa 1104 
Thr Gly Met Phe Gin Pro Met Lys Asn Leu Ser His He Tyr Leu Lys 
355 360 365 

acc ttt cga tac tgc tec tat gtc ccc cat gtc cga ate tgt atg ccg 1152 
Thr Phe Arg Tyr Cys Ser Tyr Val Pro His Val Arg He Cys Met Pro 
370 375 380 

teg act gat ggt att tct teg tct gag gac etc ttg get aac ggt ate 12 0 0 
Ser Thr Asp Gly He Ser Ser Ser Glu Asp Leu Leu Ala Asn Gly He 
385 390 395 400 

etc aga gtg tct gtc tgg gtt ata get ttc att acc tgc gtt ggg aat 1248 
Leu Arg Val Ser Val Trp Val He Ala Phe He Thr Cys Val Gly Asn 
405 410 415 



FIG. 8C 



ttc ctt gtc ata gcc gtg aga tct etc att aag get gag aat aca act 1296 

Phe Leu Val lie Ala Val Arg Ser Leu lie Lys Ala Glu Asn Thr Thr 
420 425 430 

cac get atg tec ate aaa ate ctt tgt tgt gcc gat tgc ctg atg ggg 1344 

His Ala Met Ser lie Lys He Leu Cys Cys Ala Asp Cys Leu Met Gly 
435 440 445 

gtg tac ctg ttc tec gtg ggc gtc ttt gac ate aag tac cga ggg cag 1392 

Val Tyr Leu Phe Ser Val Gly Val Phe Asp He Lys Tyr Arg Gly Gin 
450 455 460 

tat cag aag tat gcg ctg ctg tgg atg gag agt gtg ccc tgc cgc ctg 144 0 

Tyr Gin Lys Tyr Ala Leu Leu Trp Met Glu Ser Val Pro Cys Arg Leu 

465 470 475 480 

ctg ggc ttc ctg gcc acg ctg tec aca gag gtc teg gtg ctg ctg ctg 1488 

Leu Gly Phe Leu Ala Thr Leu Ser Thr Glu Val Ser Val Leu Leu Leu 

485 490 495 

aca ttc ctg acg ctg gag aag ttc ctt gtc ata gta ttc cct ttc age 1536 

Thr Phe Leu Thr Leu Glu Lys Phe Leu Val He Val Phe Pro Phe Ser 
500 505 510 

aac ctg cgc ctg ggc aag cgc cag act get gtg gcc etc gcc age ate 1584 

Asn Leu Arg Leu Gly Lys Arg Gin Thr Ala Val Ala Leu Ala Ser He 
515 520 525 

tgg gtg gtg gga ttt etc ata gcg gcc gtt ccg ttc ace aga gag gat 1632 

Trp Val Val Gly Phe Leu He Ala Ala Val Pro Phe Thr Arg Glu Asp 
530 535 540 

tat ttc ggc aac ttt tat ggg aaa aat gga gtc tgc ttc cca ctt cat 1680 

Tyr Phe Gly Asn Phe Tyr Gly Lys Asn Gly Val Cys Phe Pro Leu His 

545 550 555 560 

tat gac caa gca gaa gat ttt gga agt aga ggg tac tec ctt ggg att 172 8 

Tyr Asp Gin Ala Glu Asp Phe Gly Ser Arg Gly Tyr Ser Leu Gly He 

565 570 575 

ttc eta ggt gtg aac ttg ctg get ttc etc gtc ate gtg att tec tat 1776 

Phe Leu Gly Val Asn Leu Leu Ala Phe Leu Val He Val He Ser Tyr 
580 585 590 

gtc acc atg ttc tgc tec att cat aaa aca gcc ctt cag act gca gaa 1824 

Val Thr Met Phe Cys Ser He His Lys Thr Ala Leu Gin Thr Ala Glu 
595 600 605 

gtg agg age cac ate ggg aag gag gtg get gtt gca aac egg ttc ttt 1872 

Val Arg Ser His He Gly Lys Glu Val Ala Val Ala Asn Arg Phe Phe 

610 615 620 
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ttt ate gtg ttc tct gat gec ate tgc tgg ate cct gtg ttt gtc gtt 1920 
Phe lie Val Phe Ser Asp Ala lie Cys Trp lie Pro Val Phe Val Val 
625 630 635 640 

aag ate ctg tct etc ctt caa gtg gag ata cca ggc aca ate act tec 1968 
Lys lie Leu Ser Leu Leu Gin Val Glu lie Pro Gly Thr lie Thr Ser 
645 650 655 

tgg ate gtg gtt ttt ttc ctt ccg gtg aac age gee tta aac ccc ate 2016 
Trp He Val Val Phe Phe Leu Pro Val Asn Ser Ala Leu Asn Pro He 
660 665 670 

etc tac act ctg acg acc tec ttt ttt aag gac aag ttg aaa cag ttg 2064 
Leu Tyr Thr Leu Thr Thr Ser Phe Phe Lys Asp Lys Leu Lys Gin Leu 
675 680 685 

ctg cac aaa cat egg agg aaa ccc ate ttc aaa gtt aag aag aaa agt 2112 
Leu His Lys His Arg Arg Lys Pro He Phe Lys Val Lys Lys Lys Ser 
690 695 700 

tta tec get tec att gtg tgg aca gac gag tct tea ctt aaa ctt gga 2160 
Leu Ser Ala Ser He Val Trp Thr Asp Glu Ser Ser Leu Lys Leu Gly 
705 710 715 720 

gtg ttg age aaa ata gee ctt ggg gac agt ata atg aag ccg gtc tec 220 8 
Val Leu Ser Lys He Ala Leu Gly Asp Ser He Met Lys Pro Val Ser 
725 730 735 

ccg tag 2214 
Pro 
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gac age agt atg gtg get cct ctg tgc ccc aaa ggg tat ttt ccc tgt 4 8 
Asp Ser Ser Met Val Ala Pro Leu Cys Pro Lys Gly Tyr Phe Pro Cys 
15 10 15 

ggg aat etc acc aaa tgc ttg ccc cga gec ttt cac tgc gat ggt gtg 96 
Gly Asn Leu Thr Lys Cys Leu Pro Arg Ala Phe His Cys Asp Gly Val 
20 25 30 

gat gat tgc ggg aat ggt gec gac gag gac aac tgt ggt gac act agt 144 
Asp Asp Cys Gly Asn Gly Ala Asp Glu Asp Asn Cys Gly Asp Thr Ser 
35 40 45 

99 a fc 99 aca acc ata ttt ggc aca gtc cat ggg aat gtc aat aaa gtg 192 
Gly Trp Thr Thr lie Phe Gly Thr Val His Gly Asn Val Asn Lys Val 
50 55 60 

aca ttg aca cag gag tgc ttt etc age cag tat cca cag cac tgt tac 240 
Thr Leu Thr Gin Glu Cys Phe Leu Ser Gin Tyr Pro Gin His Cys Tyr 
65 70 75 80 

tgc aga gaa aat gaa ctg gaa tgt gta aag get gac tta aaa get gtg 2 88 
Cys Arg Glu Asn Glu Leu Glu Cys Val Lys Ala Asp Leu Lys Ala Val 
85 90 95 

cca aag gtt tec age aac gta aca tta eta tct ctt aag aaa aac aaa 33 6 
Pro Lys Val Ser Ser Asn Val Thr Leu Leu Ser Leu Lys Lys Asn Lys 
100 105 110 

ate cac aga ctt cca gtc aag gtc ttc age aga tac aca gaa etc aga 3 84 
lie His Arg Leu Pro Val Lys Val Phe Ser Arg Tyr Thr Glu Leu Arg 
115 120 125 

aag ata tac ctt cag cac aac tgc ate aca cac ate tec agg aga gca 432 
Lys He Tyr Leu Gin His Asn Cys He Thr His He Ser Arg Arg Ala 
130 135 140 

ttc ctt gga tta cat aat eta caa ata ctg tat etc age cat aac tgc 480 
Phe Leu Gly Leu His Asn Leu Gin He Leu Tyr Leu Ser His Asn Cys 
145 150 155 160 

att acc tct etc agg cct ggg ata ttc aaa gac ttg cat cag ctt get 52 8 
He Thr Ser Leu Arg Pro Gly He Phe Lys Asp Leu His Gin Leu Ala 
165 170 175 

tgg eta att tta gat gac aac ccg ate acc aga ate tea cag aag tec 57 6 
Trp Leu He Leu Asp Asp Asn Pro He Thr Arg He Ser Gin Lys Ser 
180 185 190 



ttt atg ggg tta aac tec ttg ttt ttc ttg tec atg gtg ggt aac egg 
Phe Met Gly Leu Asn Ser Leu Phe Phe Leu Ser Met Val Gly Asn Arg 
195 200 205 



624 
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etc gag gec ctt cct gaa aca ttg tgt get cag atg cct caa etc aac 672 
Leu Glu Ala Leu Pro Glu Thr Leu Cys Ala Gin Met Pro Gin Leu Asn 
210 215 220 

t99 gtg 9 at ct 9 9ca aac aat gga ata aag tac at a acg aac tec acc 720 
Trp Val Asp Leu Ala Asn Asn Gly lie Lys Tyr lie Thr Asn Ser Thr 
225 230 235 240 

ttc eta acg tgc gac teg etc acg gtt ctg ttt ctg cct aga aat caa 768 
Phe Leu Thr Cys Asp Ser Leu Thr Val Leu Phe Leu Pro Arg Asn Gin 
245 250 255 

att ggt ttt gtt cca gag aag aca ttt tct tea tta aaa aat tta gga 816 
lie Gly Phe Val Pro Glu Lys Thr Phe Ser Ser Leu Lys Asn Leu Gly 
260 265 270 

gaa ctg gac ctg tct age aat atg ata aca aaa etc cca gtc cac ctt 864 
Glu Leu Asp Leu Ser Ser Asn Met lie Thr Lys Leu Pro Val His Leu 
275 280 285 

ttc age gac ctt cat ctt etc cag aag ctg aac ctg tea tec aac cct 912 
Phe Ser Asp Leu His Leu Leu Gin Lys Leu Asn Leu Ser Ser Asn Pro 
290 295 300 

ctt ctg tat gtc cac aag aac cag ttt gga agt etc aaa caa ctt cag 960 
Leu Leu Tyr Val His Lys Asn Gin Phe Gly Ser Leu Lys Gin Leu Gin 
305 310 315 320 

tct eta gac ctg gaa agg ata gag att cca aac ata age aca gga atg 100 8 
Ser Leu Asp Leu Glu Arg lie Glu lie Pro Asn lie Ser Thr Gly Met 
325 330 335 

ttc cag cca atg aag aac ctt tct cac att tat ttg aaa acc ttt cga 1056 
Phe Gin Pro Met Lys Asn Leu Ser His lie Tyr Leu Lys Thr Phe Arg 
340 345 350 

tac tgc tec tat gtc ccc cat gtc cga ate tgt atg ccg teg act gat 1104 
Tyr Cys Ser Tyr Val Pro His Val Arg lie Cys Met Pro Ser Thr Asp 
355 360 365 

ggt att tct teg tct gag gac etc ttg get aac ggt 1140 
Gly lie Ser Ser Ser Glu Asp Leu Leu Ala Asn Gly 
370 375 380 
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1 MIVFLVFKHLFSLRLITMFFLLHFIVLINVKDFALTQGSMITPSCQKGYF 50 

1 MTSGSVFFYILIFGKYFSHGGGQDV. . KCSLGYF 32 

51 PCGNLTKCLPRAFHCDGKDDCGNGADEENCGDTSGWATIFGTVHGNANSV 100 

IMIMIMM I- Mill IMMMI 'II* I • • 

33 PCGNITKCLPQLLHCNGVDDCGNQADEDNCGDNNGWSMQFDKYFASYYKM 82 

101 ALTQECFLKQYPQCCDCKETELECVNGDLKSVPMISNNVTLLS 143 

I Ml • Ill- MM MMI MMM =1 

83 TSQYPFEAETPECLVGSVPVQCLCQGLELDCDETNLRAVPSVSSNVTAMS 132 

144 LKKNKIHSLPDKVFIKYTKLKKIFLQHNCIRHISRKAFFGLCNLQILYLN 193 

I • I I II II IMMIM I II II II -I III- 

133 LQWNLIRKLPPDCFKNYHDLQKLYLQNNKITS I S I YAFRGLNSLTKLYLS 182 

194 HNCITTLRPGIFKDLHQLTWLILDDNPITRISQRLFTGLNSLFFLSMWN 243 

II II IMIMMIIM |||::|| -III I Mill I Mi 

183 HNRITFLKPGVFEDLHRLEWLIIEDNHLSRISPPTFYGLNSLILLVLMNN 232 

244 YLEALP . KQMCAQMPQLNWVDLEGNRIKYLTNSTFLSCDSLTVLFLPRNQ 2 92 

I II I M M • I • I • II 1 1 1 I I I Ihll Mill = M- 

233 VLTRLPDKPLCQHMPRLHWLDLEGNHIHNLRNLTFISCSNLTVLVMRKNK 2 82 

293 IGFVPEKTFSSLKMLGELDLSSNTITELSPHLFKDLKLLQKLNLSSNPLM 342 

I • I IM M I MM II I II MUM I Mill 

283 INHLNENTFAPLQKLDELDLGSNKIENLPPLIFKDLKELSQLNLSYNPIQ 332 

343 YLHKNQFESLKQLQSLDLERIEIPNINTRMFQPMKNLSHIYFKNFRYCSY 392 

333 KIQANQFDYLVKLKSLSLEGIEISNIQQRMFRPLMNLSHIYFKKFQYCGY 3 82 

393 APHVRI CMPLTDGI S S FEDLLANNI LRI FVWVI AF ITCFGNLFVIGMRSF 442 

Mill I I MUM MM- I MM- MIIIIMM II 

383 APHVRS CKPNTDGI S SLENLLAS 1 1 QRVFVWWS AVTCFGNI FVICMRPY 432 

443 IKAENTTHAMSIKILCCADCLMGVYLFFVGIFDIKYRGQYQKYALLWMES 492 

MMI Mill IMMMMMII M IIMMIM IM Mill 

433 IRSENKLYAMSIISLCCADCLMGIYLFVIGGFDLKFRGEYNKHAQLWMES 482 

493 VQCRLMGFLAMLSTEVSVLLLTYLTLEKFLVIVFPFSNIRPGKRQTSVIL 542 

483 THCQLVGSLAILSTEVSVLLLTFLTLEKYICIVYPFRCVRPGKCRTITVL 532 
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543 I CI WMAGFL I AVI PFWNKDYFGNFYGKNGVCFPL YYDQTEDIGSKGYSLG 592 
533 ILIWITGFIVAFIPLSNKEFFKNYYGTNGVCFPLHSEDTESIGAQIYSVA 582 



593 IFLGVNLLAFLIIVFSYITMFCSIQKTALQTTEVRNCFGREVAVANRFFF 642 

Nihil Ihlllill -II h --I: Ihll :|- -I I I I I 
583 IFLGINLAAFIIIVFSYGSMFYSVHQSAITATEIRNQVKKEMILAKRFFF 632 



643 IVFSDAICWIPVFWKILSLFRVEIPDTMTSWIVIFFLPVNSALNPILYT 692 
63 3 IVFTDALCWIPIFWKFLSLLQVEIPGTITSWWIFILPINSALNPILYT 682 



693 LTTNFFKDKLKQLLHKH . QRKSIFKIKKKSLSTSIVWIEDSSSLKLGVLN 741 

III lh : • : = ||||. -I- • I =1 = 1 = I 

683 LTTRP FKEM IHRF WYNYRQRKSMDS KGQKT YAP S F I WVE MWPLQ 726 



742 KITLGDSIMKPVS 754 

• : :||| 
727 E . . MPPELMKPDLFTYPCEMSLISQSTRLNSYS 757 
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1 QGSMITPSCQKGYFPCGNLTKCLPRAFHCDGKDDCGNGADEENCGDTSGW 5 0 

Ih I I 1 I I 1 1 I I I I I I I 1 I I I ! 1 I I I llllllllhllllllll 
1 DSSMVAPLCPKGYFPCGNLTKCLPRAFHCDGVDDCGNGADEDNCGDTSGW 5 0 



51 ATIFGTVHGNANSVALTQECFLKQYPQCCDCKETELECWGDLKSVPMIS 100 
51 TTIFGTVHGMVNKVTLTQECFLSQYPQHCYCRENELECVKADLKAVPKVS 100 



101 N^TLLSLKKMKIHSLPDKVFIKYTKLKKIFLQHMCIRHISRKAFFGLCN 150 
101 SNVTLL SLKKNKIHRL PVKVFSRYTELRKI YLQHNC I TH I S RRAFLGLHN 150 



151 LQ I L YLNHNC I TTLRPG I FKDLHQLTWL I LDDNP I TRI SQRL FTGLNS LF 2 00 

IMIIhllllhllllllllllll I Ih I llllll 

151 LQ IL YL SHNC I TS LRPG I FKDLHQLAWL I LDDNP I TRI SQKS FMGLNS LF 2 00 



2 01 FLSMVmYLEALPKQMCAQMPQLNWVDLEGNRIKYLTNSTFLSCDSLT^ 250 
2 01 FLSMVGNRLEALPETLCAQMPQLNWVDLANNGIKYITNSTFLTCDSLTVL 25 0 



251 FLPRNQIGFVPEKTFSSLKNLGELDLSSNTITELSPHLFKDLKLLQKLNL 3 00 

lllllllllllllllllllllllllllll MM Ml II lllllll 
251 FLPRNQIGFVPEKTFSSLKNLGELDLSSNMITKLPVHLFSDLHLLQKLNL 3 00 



3 01 SSNPLMYLHKNQFESLKQLQSLDLERIEIPNINTRMFQPMKNLSHIYFKN 350 
3 01 SSNPLLYVHKNQFGSLKQLQSLDLERIEIPNISTGMFQPMKNLSHIYLKT 3 50 



3 51 FRYCSYAPHWICMPLTDGISSFEDLLANNILRIFVWVIAFITCFGNLFV 4 00 

llllll llllllll llllll llllll llh MINIMI II I 
3 51 FRYCSYVPHVRICMPSTDGISSSEDLLANGILRVSVWIAFITCVGNFLV 4 00 



401 I GMRS F I KAENTTHAMS I KI LCCADCLMGVYLFF VGI FD I KYRGQ YQKYA 450 

I Ml MIMIIIlllllllllllllllllll MMMMIMIMM 

401 IAWSL I KAENTTHAMS I KILCCADCLMGVYLFSVGVFD I KYRGQ YQKYA 450 



451 LLWMESVQCRLMGFLAMLSTEVSVLLLTYLTLEKFLVIVFPFSNIRPGKR 500 

IMIIM llhllll MMMMMhlMMMMMMIhl III 
4 51 LLWMESVPCRLLGFLATLSTEVSA/LLLTFLTLEKFLVI VFPFSNLRLGKR 500 



501 QTSVILICIWMAGFLIAVIPFWNKDYFGNFYGKNGVCFPLYYDQTEDIGS 550 

ll-l I II- Mill HI -1111111111111111:111 II II 
501 QTAVALASIWWGFLIAAVPFTREDYFGNFYGKNGVCFPLHYDQAEDFGS 550 
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551 KGYSLGIFLGVNLLAFLIIVFSYITMFCSIQKTALQTTEVRNCFGREVAV 600 
551 RGYSLGIFLGWLLAFLVIVISYVTMFCSIHKTALQTAEVRSHIGKEVAV 600 



601 ANRFFFIVFSDAICWIPVFWKILSLFRVEIPDTMTSWIVIFFLPVNSAL 650 

Mllllllllllllllllilllllll .1111 l-llllhlllllllll 

601 ANRFFFIVFSDAICWIPVFWKILSLLQVEIPGTITSWIWFFLPVNSAL 650 



651 NPILYTLTTNFFKDKLKQLLHKHQRKSIFKIKKKSLSTSIVWIEDSSSLK 700 

IIIIIIIIMIIIIIilllllMI llhlillll 1 1 1 1 I 1 1 II 

651 NPILYTLTTSFFKDKLKQLLHKHRRKPIFKVKKKSLjSASIVW . TDESSLK 699 



701 LGVLNKITLGDSIMKPVS . . 718 
700 LGVLSKIALGDSIMKPVSP 718 
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1 QGSMITPSCQKGYFPCGNLTKCLPRAFHCDGKDDCGNGADEENCGDTSGW 50 

Ih I I IIIIIIIIIMIIIIIIIIII MIMMIhlMIMM 
1 DSSMVAPLCPKGYFPCGNLTKCLPRAFHCDGVDDCGNGADEDNCGDTSGW 5 0 



51 ATIFGTVHGNANSVALTQECFLKQYPQCCDCKETELECWGDLKSVPMIS 100 

MINIMI I I lllllll MM I hi Mill I- 

51 TTIFGTVHGNVNKVTLTQECFLSQYPQHCYCRENELECVKADLKAVPKVS 100 



101 NNVTLLSLKKNKIHSLPDKVF IKYTKLKKI FLQHNC IRHI SRKAFFGLCN 150 
101 SNVTLLS LKKNKIHRLPVKVFSR YTELRKI YLQHNC I TH I S RRAFLGLHN 150 



151 LQ I L YLNHNC I TTLRPG I FKDLHQLTWL I LDDNP I TR I S QRL FTGLNS LF 2 00 

MMIhlMlhllMMMMM IMMMMIMM: I MIMI 

151 LQILYLSHNCITSLRPGIFKDLHQLAWLILDDNPITRISQKSFMGLNSLF 2 00 



2 01 FLSiyrraWYLEALPKQMCAQMPQLNWVDLEGNRIKYLTNSTFLSCDSLTVL 2 50 
2 01 FLSMVGNRLEALPETLCAQMPQLNWVDLANNGIKYITNSTFLTCDSLTVL 250 



251 FLPRNQIGFVPEKTFSSLKNLGELDLSSNTITELSPHLFKDLKLLQKLNL 300 
251 FLPRNQIGFVPEKTFSSLKNLGELDLSSNMITKLPVHLFSDLHLLQKLNL 3 00 



3 01 SSNPLMYLHKKTQFESLKQLQSLDLERIEIPNINTRMFQPMKNLSHIYFKN 3 50 
3 01 SSNPLLYVHKNQFGSLKQLQSLDLERIEIPNISTGMFQPMKNLSHIYLKT 350 



351 FRYCSYAPHVRICMPLTDGISSFEDLLANNILR 383 

MIMI hi .M MIMI MIMI 

351 FRYCSYVPHVRICMPSTDGISSSEDLLAMG. . . 3 80 



